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1. TOoMATO AS A CROP MODEL 2. MIULTILEVEL, CELL TYPE-SPECIFIC PROFILING OF GENE EXPRESSION

TRAP: TRANSLATING RIBOSOME AFFINITY PURIFICATION

Tomato has INTACT: ISOLATION OF NUCLEI TAGGED IN CELL TYPES
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3. SPECIFIC CELL TYPES RESPOND 4. ROOT SUBMERGENCE RESPONSE IN HAIRY ROOTS IS PERTURBED
TO LONG-TERM WATER STRESSES (VERY FRESH PRELIMINARY DATA AHEAD)

We tested the effect of long-term EXPERIMENTAL SET-UP & TIMECOURSE OF RESPONSE HAIRY ROOT CULTURES

drought and waterlogging on roots. * induced by Agrobacterium rhizogenes
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